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Tumor necrosis factor -alpha (TNFa) is a proinflammatory cytokine that plays critical roles in the regulation of
immune responses including macrophages activity and apoptosis. TNFo gene is polymorphic and its
haplotypes have been associated with resistance or susceptibility to disease. This study was undertaken to
identify the polymorphism of TNFa gene in Makoei sheep, using polymerase chain reaction (PCR) and single
strand conformation polymorphism (SSCP) technique. A total number of 90 Makoei sheep were randomly
selected from Makoei Sheep Breeding Station where located in Mako and blood samples were collected.
Genomic DNA was extracted from blood samples in order to amplify 273 bp fragment comprising part of the
fourth exon and the 3' untranslated region (3' UTR) of the ovine TNFa gene. PCR products were subjected to
SSCP analysis. Based on the obtained SSCP patterns three alleles E, O and R with frequencies of 73.33, 17.78
and 8.89 % and three genotypes EE, OE and RE with frequencies of 46.67, 35.56 and 17.77 % were identified,

respectively.

—[Key words: Polymorphism, Makoei sheep, Tumor necrosis factor alpha gene, PCR-SSCP }
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