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Fig. 3. Linkgge map of chickpea and identified QTLs for leaf size and resistance to
ascochyta blight in F, s F».3 generations derived from a cross between ICC12004 and
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Table 1. Mapped QTLs for leaf size and resistance to ascochyta blight with CIM method in F, g F».3 generations of chickpea

Osa5T 3550 el $8S o5 S ol J b sl Sl Cond g . S5 419 Jos € .
Parameter (cM)? lous QTL (eM)’ LOD o e 53 Rz(%)
Leaf size LG7 12.5 H1C22- TAASS 94.0 2.91 -1.99 0.50 A 15.38
AUDPC-F, LG3 14.1 TA125-TA34 0.81 2.50 -4.82 1.96 PD 10.98
AUDPC-F; 3 LG4 29.8 TA2-TA72 23.8 4.15 -6.42 -14.43 OD 16.96

LG6 6.7 GA26-TA80 45.7 4.57 2.69 19.39 OD 18.61

slres L 53 o bl ?

ssloe St o s SIQTL iy

IEJQ)}AQTL ‘5lﬂLODQy)Ta)uijd§)ubc

03 Sl 5 Sl 1

(|d/aj>1.2) e 550D 4 (0.8<|d/al<1.2) =t : D ¢ (0.2<|d/a]<0.8) sui ce :PD ¢ (|d/a]<0.2) 05 2ol 31 Jos 1A ©

* interval between two flanking markers(cM)
*QTL position from the left flanking marker(cM)
¢ Peak value of LOD test statistic observed for the QTL in question

4 Additive and dominance gene effects

ool o a5 555 50 QTL s 40 87 (155 il sl 31

¢ A: additive gene action (|d/a|<0.2) , PD: partial dominance (0.2<|d/a|<0.8) , D: dominance (0.8<|d/a|<1.2),

and OD : over dominance (|d/a|>1.2)

" proportion of phenotypic variance explained by the QTL

'Y



WA Do o) ople 10-) " 5 § Jlg (515 dlome”

s F3 sF) sl )3 MIM sy 4 boT blize 1 ods oLOKe GWQTL 15,57 - YJsu

Table 2. Estimates of QTL effects and their interactions by MIM method in F, $ F,.3 generations of chickpea

05057 555 7ol Fwt T f S5 05 Jos

Parameter o’p? QTL Marker QTL LOD* bl 59! e & R%(%)®
(cM)* o’ 33 o’p =331 o’ 3]

Leaf Size 8.34 1 HIC22  93.18 2.21 1.01 -1.53 0.09 0.61 A 13.25
AUDPC-F, 74.46 1 TAI125 0.10 2.72 9.89 -4.32 0.51 1.43 A 13.96
AUDPC-F;:3 684.1 1 TA72 24.28 3.48 93.84 -15.06 32.40 -9.67 PD 18.46
2 GA26 45.20 2.57 62.50 11.83 49.26 13.17 D 16.24
1x2 0.00 1.60 1.14 AD 0.00
1x2 0.23 4.88 7.67 AA 0.04
Egomo 6.64 156.39 81.66 6.48 35.74

a

¢’p = phenotypic variance
® Nearest flanking marker
¢ QTL position from the nearest flanking marker(cM)

4 Peak value of the LOD test statistic observed for the QTL in question

2 ) 2 . 2 . . . .
“6°,= additive, 6°p = dominance and 6] =epistatic genetic variances
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Cadle Xl 3AD (il X sl 50AA f(Jd/aP>1.2) e G5 10D 5 (0.8<|d/al<1.2) i : D ¢ (0.2<|d/a|<0.8) s e 1 PD ¢ (|d/a|<0.2) 05 ol 3! Jos t A f

A5 5550 QTL s 4 0 4 5 (o) (25 5% b5

A = additive gene action (|d/a|<0.2) , PD = partial dominance (0.2<|d/a|<0.8), D = dominance (0.8<|d/a|<1.2), and OD = over dominance (|d/a[>1.2);
AA= additive x additive, DD= dominance x dominance, and AD= additive x dominance QTL epistatic interactions

¢ partial phenotypic variance explained by the QTL
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