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Table 1. Quince genotypes and cultivars used for DNA extraction

c)u g:,-::;_,.cj 9.L&..A “iL.’. 4.,|j>-.bﬁcul3

No. Genotypes Origin Rootstock Budding date

1 ET1 Isfahan-Isfahan Quince seedling 2006-07

2 KMl Isfahan-Kelishd Quince seedling 2006-07

3 KVDI Isfahan-Kashan Quince seedling 2006-07

4 KVD2 Isfahan-Kashan Quince seedling 2006-07

5 KVD3 Isfahan-Kashan Quince seedling 2006-07

6 KVD4 Isfahan-Kashan Quince seedling 2006-07

7 NBI Isfahan-Natanz Quince seedling 2006-07

8 NB3 Isfahan-Natanz Quince seedling 2006-07

9 NB4 Isfahan-Natanz Quince seedling 2006-07

10 PH2 Isfahan-Falavarjan  Quince seedling 2006-07

11 PK2 Isfahan-Falavarjan ~ Quince seedling 2006-07

12 SHAI Isfahan-Shahreza Quince seedling 2006-07

I3 SVSI Isfahan-Semirom  Quince seedling 2006-07

14 SVS2 Isfahan-Semirom Quince seedling 2006-07

DNA &l gl la o, — ¥ g
Table 2. DNA extraction protocols
Key elements CTAB-based protocol SDS-based protocol Combined protocol
Phenol PVP 1% &
S - PVP 1% ammonium acetate
elimination .
washing
Protein B-mercaptoethanol (5ul)  B-mercaptoethanol B-mercaptoethanol
eli‘r’nfna o & Chloroform- (10ul) & Chloroform-  (20pul) & Chloroform-
isoamylalcohol 1 time isoamylalcohol 1 time  isoamylalcohol 2 time

Prevention of EDTA & EDTA &

DNA degradation

DNA wash

EDTA

2 times with 70% ethanol

proteinase K in 65°C

1 times with 70%
ethanol

proteinase K in 55°C

1 times with pure
ethanol

¥of
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Fig. 1. Comparing the quality of extracted genomic DNA from some quince genotypes, using three protocols, modified CTAB (left),
modified SDS (middle) and combined modified CTAB and modified SDS protocols (right)
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Table 3. Name and sequence of apple primer sets used

ol 4:.‘0}5 LSLFJ

. LT i ol Sequences (57-37) b Jis o
* . LT Jlas!
Primer set —Z - — -
No. names 2ot sl S L S Sl S Recommended
Forward primers Reveres primers annealing temp.
1 CHO05d04 act tgt gag ccg tga gag gt tcc gaa ggt atg ctt cga tt 55°C
2 NZ02b01 ccg tga tga caa agt geca tga atg agt ttg atg ccc ttg ga 55°C
3 CHO4al2 cag cct gca act gea ctt at atc cat ggt ccc ata aac ca 55°C
4 CHO04e03 ttg aag atg ttt ggc tgt gc tgc atg tet gte tec tee at 55°C
5 CHO2hll1a cgt ggc atg cct atc att tg ctg ttt gaa ccg ctt cct tc 55°C
6 CHO03g06 atc cca cag ctt ctg ttt ttg tca cag aga atc aca agg tgg a 55°C
7 CHO02b10 caa gga aat cat caa aga ttc aag  caa gtg gct tcg gat agt tg 55°C
8 CH02d08 tcc aaa atg geg tac cte tc gca gac act cac tca cta tct ctc 55°C

)scszJJTmﬁ‘.gJ:\M v.o)ul.o
S 53 a8 VIS 5, se 4 D]
SIS sla s (55 sLaol&olr sl YT
o la U JT0 5 & s 5w g als osla
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Fig. 2. Two step optimization of annealing temperature for CH02d08 primers on quince
genome. First step temperature range from 52.5 to 55 C (left); second step temperature
range from 55.5 to 59 C (right)
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Fig. 3. Polymorphism of quince genotypes, obtained from DNA
amplification by CH02d08 primers
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(Liebhard et al., 2002)

Table 4. Comparison of results obtained from SSR allele amplification by primers used in quince genotypes of Isfahan province and apple

(Liebhard et al., 2002)

e Olgral) 4 &
Apple Quince (Isfahan)
!
Dbt L S5LT Jlast sles CRERIRY ba T sls e JLas (sles CRERIRY s T sls
No. Primers Annealing temp. Fragment size No. of alleles PIC* Annealing temp. Fragment size No. of PIC*
name (°CO) (bp) (°O) (bp) alleles
1 CHO05d04 55 174-214 7 0.82 53.0 185-195 5 0.75
2 NZ02b01 55 238 7 0.75 56.0 0 0 0.00
3 CHO4al2 55 158-196 8 0.86 56.5 186-198 6 0.80
4 CHO04¢03 55 179-222 11 0.88 57.0 193-200 4 0.77
5 CHO2hlla 55 104-132 8 0.83 57.5 120-123 2 0.50
6 CHO03g06 55 139-171 6 0.78 54.0 137-152 7 0.83
7 CHO02b10 55 121-159 8 0.86 58.0 172-200 5 0.73
8 CHO02d08 55 210-254 7 0.82 58.0 149-160 4 0.70

s« Polymorphism Information Content
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Fig. 4. Optimization of PCR condition for CH04al2 primers annealing on DNA of
uince after first step gradient temperature range and successive using of touch down

q
PCR (left); and polymorphism of quince genotypes, obtained from DNA amplification
by CH04al2 primers (right)
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Fig. 5. Polymorphism of quince genotypes obtained from DNA amplification by

CHO2h11a primers
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Fig. 6. Clustering of 14 quince genotypes of Isfahan based on banding profile obtained from eight pair SSR primers of apple,
analyzed by Nei (1973) and using UPGMA method
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Fig. 7. Scatter plot of 14 quince genotypes of Isfahan based on banding profile obtained from eight pair SSR primers of apple
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