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Table 1. List of pear genotypes used in this study and determined haplotypes

) d)ﬂ@? Joee o bshls ) &)JT@? Joe bshls

Cultivar Origin Haplotype Cultivar Origin Haplotype
Reference European cultivars Continues
Verdi/Sweet Blush DIPSA, Italy H1 Passe Colmar SPII, Iran H1
Ovid DIPSA, Italy H1 Kaiser/ Beurré Bosc _ SPII, Iran H1
Conseiller a la Coeur DIPSA, Italy H6 Wild genotypes (P. communis)
Reimer Red DIPSA, Italy H6 Isolate40 GANRC, Guilan, Iran HI13
Doyenne du Comice DIPSA, Italy H6 Isolate42 GANRC, Guilan, Iran H4
Angelys DIPSA, Italy H1 Isolate43 GANRC, Guilan, Iran H1
Beurré Giffard DIPSA, Italy Hl1 Isolate45 GANRC, Guilan, Iran H5
Fertility DIPSA, Italy H1 Isolate46 GANRC, Guilan, Iran H2
Conference DIPSA, Italy H1 Isolate47 GANRC, Guilan, Iran H4
Delbard premiére CITA, Spain HI Isolate71 GANRGC, Guilan, Iran H4
President Heron DIPSA, Italy H2 Isolate72 GANRC, Guilan, Iran H7
Wilder DIPSA, Italy H1 Isolate73 GANRC, Guilan, Iran H10
Beurré Clairgeau DIPSA, Italy H2 Isolate74 GANRC, Guilan, Iran H4
Old Home DIPSA, Italy H1 Isolate75 GANRC, Guilan, Iran H4
Monchallard CITA, Spain H2 Isolate76 GANRC, Guilan, Iran H4
Rosmarie DIPSA, Italy H1 Isolate77 GANRC, Guilan, Iran HI10
Bella di Giugno DIPSA, Italy H1 Isolate78 GANRC, Guilan, Iran H10
Kieffer DIPSA, Italy H9 Isolate79 GANRC, Guilan, Iran H10
Doyenné d’Hiver DIPSA, Italy H1 Isolate80 GANRCGC, Guilan, Iran HI10
Kaiser/ Beurré Bosc DIPSA, Italy H1 Isolate81 GANRC, Guilan, Iran H8
Guamogna DIPSA, Italy H2 Isolate82 GANRC, Guilan, Iran H10
Green Summer CITA, Spain HI1 Isolate83 GANRC, Guilan, Iran H4
Ceremeiio CITA, Spain H3 Isolate84 GANRC, Guilan, Iran H10
Iranian cultivars Isolate85 GANRC, Guilan, Iran HI10
Tashkandi SPII, Iran H1 Isolate86 GANRC, Guilan, Iran H10
Darghazi SPII, Iran H7 Isolate87 GANRC, Guilan, Iran HI10
Mohammadali SPII, Iran H2 Isolate89 GANRC, Guilan, Iran H7
Sardrodi SPII, Iran H7 Isolate90 GANRC, Guilan, Iran H7
Seif Tabriz SPII, Iran H4 Isolate91 GANRC, Guilan, Iran H7
Domkaj SPII, Iran H4 Isolate92 GANRC, Guilan, Iran H1
Sebri SPII, Iran H4 Isolate93 GANRGC, Guilan, Iran HI10
Shahmiveh SPII, Iran H4 Isolate94 GANRC, Guilan, Iran HI10
Shahak SPII, Tran H2 Genotypes of P. x bretschneideri
Konjoni SPII, Iran H4 ELi DIPSA, Italy H7
Krus siehan Central Asia H5 Genotypes of P. pyrifolia syn. P. serotina
Krusalun Central Asia H1 Isolate 13 RIFR, Iran-UK H7
Samardok Central Asia HI Isolate 64 TMU, Iran HI15
Krasnadar Transcaucasian Region H5 Isolate 95 DIPSA, Italy H7
European cultivars grown in Iran Isolate 96 DIPSA, Italy H7
Louise Bonne de Jersey SPII, Iran H1 Isolate 97 DIPSA, Italy H9
Spadona SPII, Iran Hi2 Isolate 98 DIPSA, Italy H16
William Duchesse SPII, Iran H1 Isolate 99 DIPSA, Italy H14
Harrow Delight SPII, Iran HI Isolate 100 DIPSA, Italy H9
Coscia SPIL, Iran HI Isolate 101 DIPSA, Italy H9
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Table 2. Chloroplast regions and primer sequences used in this study

b S o sl o516 ST s s
Region Intergenic spacer Length (bp) Primer Sequence (5" » 3') References
rbcL-accD Ribulosel,5-bisphosphatecarboxylase/ 568 F; TGATCTTGCTCAGGAAGGTA (Katayama et al., 2011)
oxygenase - Acetyl CoA carboxylase R; CTTTCTTGCCCCTCATTTAC Designed in this study
accD-psal Acetyl CoA carboxylase - 584 F; GGGCGTTCTGAGTGAGTTAT Designed in this study
Photosystem I R; CCCACTAAAGGCACAAAAAT Designed in this study
Rps16-trnQ Ribosomal protein S16- 882 F; ACCACATCGTTTCAAACGAAG (Katayama et al., 2011)

Transfer RNAs, trnQ-UUG R; GCTATTCGGAGGTTCGAATCC (Katayama et al., 2011)

j\fdl;?L;\ojgdjui.:fl}j\d.,abéuuﬁMé\ﬁéﬁéuﬁjT—\“ Jad>

Table 3. Restriction enzymes for digestion of PCR products

b w3 St STy Ll s
Region Restriction enzymes Restriction site Reaction condition

rbcL-accD BsuRI 5'-GG|CC-3' 37°C
3'-CC1GG-5'

accD-psal Trull 5'-T|TAA-3' 65°C
3'-AAT1IT-5'

Rps16-trnQ Rsal 5'-GT]AC-3' 37°C
3'-CA1TG-5'
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Table 4. Genetic diversity characterization of populations of Pyrus species

Pop Na Ne I H PPL
Europe cultivar 0.789 1.080 0.110 0.062 36.84
Iranian cultivar 0.526 1.120 0.105 0.069 21.05
Iranian wild 1.105 1.341 0.282 0.191 52.63
Japanese cultivars 0.947 1.090 0.138 0.075 47.37

HT sl ke N toss stalicn PT sltes 550 N2 405 55 50 H 05l Lasls oKkl

Azer g0 b aST sla e sS J das Ao ys PPL ¢ 50
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Table 5. Pairwise population matrix of Neills genetic diversity of populations of Pyrus

species
European Iranian Iranian Japanese
Population cultivar cultivar wild cultivars
Europe cultivar 0.000
Iranian cultivar 0.086 0.000
Iranian wild 0.151 0.109 0.000
Japanese cultivars 0.339 0.331 0.245 0.000
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Table 6. Frequencies of haplotype in the cultivars and genotypes analyzed by three
restriction enzymes Trull BsuRI and Rsal

Haplotype Frequencies iyl 3
AL Total European Iranian Iranian Total Iran  Central  Japanese
cultivars cultivars wild Asia cultivars
H1 24 19 1 2 3 2 0
H2 7 4 2 1 3 0 0
H3 1 1 0 0 0 0 0
H4 12 0 5 7 12 0 0
H5 3 0 0 1 1 2 0
H6 3 3 0 0 0 0 0
H7 10 0 2 4 6 0 4
HS8 1 0 0 1 1 0 0
H9 4 1 0 0 0 0 3
H10 12 0 0 12 12 0 0
H11 1 1 0 0 0 0 0
H12 1 1 0 0 0 0 0
H13 1 0 0 1 1 0 0
H14 1 0 0 0 0 0 1
H15 1 0 0 0 0 0 1
H16 1 0 0 0 0 0 1
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