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Table 2. Means, coefficient of variation (CV), minimum and maximum values of phenological traits of bean measured in the
‘Goli’/*AND1007’ recombinant inbred line (RIL) population

Parents ., 1, RILS .S ;5 3,00 glacsY
ANDI1007 .Y & t osesT ook sl Sl Ol o Ao
Traits <le  Line ANDI1007 Goli t test Mean Min. Max. CV.% LSD 5%
Days to flowering P 5, 45.60 56.20 11177 56.32  40.00 69.00 15.83 4.93
Days to maturity S ey B 35 99.60 105.20 -3.617 113.05  80.00  129.00 10.46 6.75
Seed filing period Al s 5090 54.00 49.00 2.63" 56.73  39.00 73.00 10.64 6.08

** ans *: Significant at 1% and 5% level of probability, respectively.
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Table 3. Characteristics of QTLs related to phenological traits of bean in the ‘Goli’/’AND1007’ recombinant inbred line population

QTL ot P3390 S S 038 QTL =xi s sl Sl LOD 5, O i S
QTL Name Chromosome Linkage group QTL Peak position (cm) Flanking marker LOD score R*% Additive
Days to flowering SN G 39,
DF1.194 PvO1 LGO1 7.01 $s715645303 4.09 12.45 0.36
DF1.264 PvO01 LGO1 9.91 $s715645301 3.17 9.78 0.32
Days to maturity & S B39
DM1.194 Pv01 LGO1 3.51 $s715645303 3.96 13.53 0.37
DM1.264 Pv01 LGO1 9.91 $s715645301 2.99 9.30 0.30
DM7.194 Pv07 LGI13 8.81 $s715646018 2.85 8.37 -0.31
Seed filling period 418 O 090
SFP2.14 Pv02 LG02 64.11 ss715639514 2.75 10.36 -2.04
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