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Identification of Adulteration With Camel Milk Using Polymerase Chain Reaction (PCR)
Assay

By. M.Khaemi Bafghi, M. Rahman Mashahdi, M.B. Behrozian, M. Rohani-nejad, A.
Zavare, M. Toabi, S. Zibaei

1,2,3,4,5,6 Doctor of Veterinary Medicine. Mashad. Razavi Khorasan. 7 Associate professor Razi
Vaccine and Serum Research Institute, Agricultural Research, Education and Extension
Organization (AREEO) Mashhad, Iran

Meat species adulteration is a common problem in the retail market. This study investigated
the validity of polymerase chain Reaction (PCR) to detect the adulteration of camel milk.
The primer pair was designed based on mitochondrial D-Loop gene for detection of
adulteration of camel milk in dairy and meat products by polymerase chain reaction (PCR).
Amplification of 430-bp DNA fragments was observed from camel, with any cross-reaction
with cattle, sheep and goat. Regarding the possibility of camel milk mixed with cow's milk,
sheep and goat, with specific primers PCR on DNA testing any of the animals were used for
each species separately and camel milk mixed with each of these separately as well
Multiplex PCR was performed for them. The results showed that different parts of different
species in the milk mixture is about 247 fragment for cattle, 363 for sheep and 157 for goats.
This results of the above study demonstrates the ability of PCR method for detection of
adulteration in milk and can be useful tools in fraud detection and assurance for consumers.
The developed PCR assay was found to be specific for camel and could be useful tool for
detection of milk adulteration.

—[ Key words: Specific PCR assay, Adulteration, Mitochondrial gene, Specific polymerase. }
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