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The Application of DNA Barcoding Using Ribosomal ITS Marker for the
Identification and Molecular Taxonomy of Ectomycorrhizal Fungi
S. M. Zamani', N. Safaie?, E. Mohammadi Goltape® and M. R. Arefipoor*
Abstract

Ectomycorrhizal associations between soil fungi and the roots of forest trees are almost universal and play
an important role in the establishment and function of these plants in forest ecosystems. Identification of
ectomycorrhizal fungi is the first step of all studies related to this symbiosis and is essential to exploit its
maximum potential in forest management. In the last decade, molecular DNA analysis techniques have been
used to solve the systematic challenges associated with the identification of ectomycorrhizal fungi at root tips
obtained from the ecosystems, especially when the morphological data are not distinctive. The present study
was designed with the aim of using ITS rDNA sequences and and their molecular phylogenetic analyses to
identify the ectomycorrhizal fungi associating with oak trees (Quercus sp.) in the northern forests of Iran. In
present study, ectomycorrhizal root tips of oak trees were collected for molecular identifications. Molecular
analysis involved sequencing of ITS1-5.8S-ITS2 region and Bayesian phylogenetically analysis with other
sequences on website databases. A total of 49 taxa of ectomycorrhizal fungi belonging to 13 genera were
identified. This study documented high ectomycorrhizal diversity in Hyrcanian forests in association with oak
%rees, and confirmed ITS sequences have reliable divergence useful in ectomycorrhizal fungi delimitation in
orests.

Keywords: Molecular taxonomy, Ectomycorrhizal fungi, Hyrcanian forests
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