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Summary

In order to identify some fungi associated with leaf spot symptoms of some self-growing plants, infected plant samples were
collected from fields, gardens and naturd habitats in different regions of Chaharmahal and Bakhtiari province of Iran during the spring and
summer of 2018. After isolation and purification of fungd strains, morphological and molecular investigations were performed using the
nucleotide sequences of one or few genomic regions (depending on the studied fungal genus). Based on combined data, finally, 11 different
fungal species belonging to nine different genera including Calophoma complanata, Colletotrichum lini, Didymella pisi, Fusarium
acuminatum, F. equiseti, Gnomoniopsis idaeicola, Nothophoma gossypiicola, Petriella sordida, Pyrenophora seminiperida, Sporormiella
intermedia, and S similis are identified and introduced from new host plants. In the present study, among the identified taxa, four species
including C. complanata from Falcaria vulgaris, N. gossypiicola from Euphorbia helioscopia, S intermedia from Mentha pulegium, and
S similisfrom Euphorbia helioscopia are reported for the first time as new records for mycobiota of Iran.
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Fig. 2. Nothophoma gossypiicola, isolate SaFrll: A-B. Colony on OMA after 14 days at 25 °C in 12/12 dark/nUV
condition, C-D. Pycnidia (Bar = 100 pm), E. Conidia (Bar = 10 um), F. Chlamydospore (Bar = 20 um).
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Fig. 3. Sporormiella intermedia, isolate KPn3-1:"A. Upper (top) and reverse (bottom) sides of colony on PDA after 14
days at 25 °C in continuous dark condition, B. Pseudothecium and asci (Bar = 50 um), C. Ascus and ascospores (Bar =

20 pm), D. Ascospore (Bar = 10.4m).
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Fig. 4. Sporormiella similis, isolate PFr2-1: A-B. Upper and reverse sides of colony on PDA after 14 days at 25 °C in
continuous dark condition, C-D. Pseudothecium and Asci (Bar = 50 um), E. Ascus and ascospores (Bar = 20 pm),

F. Ascospore (Bar = 10 um).
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Table 1. Used sequencesin this study for construction of phylogenetic tree based on ITS regions

& ol Sl aloas al,l
Reference L ocality Accession No. Isolate Taxon
Chen et al. (2015) China KT389479.1 CBS237.37 Ascochyta rabiei
" " KT389477.1 CBS 122750 Didymella pisi
Vu et al. (2019) Netherlands MH854853.1 CBS108.26 D. pisi
In this study Iran MT 351037 MoKhol3-2 D. pisi
Kurtzman & Robnett (2003) USA AY046216.1 Eremothecium gossypii
Sogonov et al. (2008) " EU254824.1 AR4275 Gnomoniopsis fructicola
Walker et al. (2010) GU320829.1 CBS 125678 G. occulta
Vuetal. (2019) Netherlands MH863620.1 CBS 125675 G. idaeicola
In this study Iran MT358919 LurTa3-2 G. idaeicola
Crous et al. (2019) Netherlands MK442609.1 CBS 145121 Petriella sordida
In this study Iran MT355156 SurT5-7 P. sordida
Rainer & De Hoog (2006) Austria AY882350.1 CBS 745169 P. setifera
Asgari & Zare (2010) Iran GQ292750.1 IRAN 844 P. persica
Arenal et al. (2005) Spain AY510418.1 S17 P. africana
Marin-Felix et al. (2019) Netherlands MK539972.1 CBS307.84 Pyrenophora avenicola
! " MK539973.1 CBS307.69 P. biseptata
Mavragani et al. (2011) Canada FJ907539.1 SMCD 23 P. seminiperda
In this study Iran MT 355157 Sasha3-2 P. seminiperda
Arenal et al. (2005) Spain AY510416.1 A Sporormiella intermedia
In this study Iran MT 358920 KPn3-1 S. intermedia
Platas et al. (2007) Spain DQ468026.1 CBS 804703 S similis
In this study Iran MT 355158 PFr2-1 S. similis
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Table 2. Used sequences in this study forconstruction of phylogenetic tree based on beta tubulin region (T1)

& ol Sl wlor l,l
Reference L ocality Accession No. Isolate Taxon
Damm et al. (2014) Japan KM105470.1 CBS 128508 Colletotrichum higginsianum
" " KM105472.1 AR3-5 C. higginsianum
" Nigeria KM105463.1 CBS501.97 C. vignae
" " KM 105462.1 IM 1334960 C. vignae
" New Zealand KM105460.1 CBS 102189 C. antirrhinicola
" Netherlands KM105456.1 CBS 133704 C. fuscum
" " KM105458.1 CBS135827 C. fuscum
" " KM105482.1 CBS 135827 C. utrechtense
" " KM105483.1 CBS 135828 C. utrechtense
" USA KM105505.1 CBS 136855 C. americae-borealis
" " KM105504.1 CBS 136232 C. americae-borealis
" " KM105513.1 CBS 136856 C. lini
" " KM105511.1 CBS 117156 C. lini
" " KM105509.1 CBS11221 C. lini
In this study Iran MT 364363 KhEs2-9 C. lini
Greece KM105499.1 CBS 114801 C. destructivum
Italy KM105493.1 CBS 167.58 C. destructivum
Tao et al. (2013) China KC244157.1 CGMCC 3.15167 C. guizhouensis
" " JX625185 CGMCC 3.15112 C. guizhouensis
" Netherlands JQ005864.1 CBS 869.96 Monilochaetes infuscans
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Table 3. Used sequencesin this study for construction of phylogenetic tree based on beta tubulin region (TUB2)

& RS Slodi g Al al,l
Reference L ocality Accession No. Isolate Taxon
Aveskamp et al. (2010) Netherlands GU237630.1 CBS316.90 Ascochyta medicaginicola
" " GU237629.1 CBS404.65 A. medicaginicola
GU237637.1 CBS116.96 A. nigripycnidia
" " GU237531.1 CBS126.54 A pisi
Chen et al. (2015) China KT389778.1 CBS451.68 A. viciae
Aveskamp et al. (2010) Netherlands GU237581.1 CBS 107.96 Calophoma aquilegiicola
Aveskamp et al. (2009) " FJ427100.1 CBS 108.79 C. clematidina
Aveskamp et al. (2010) " GU237594.1 CBS 100311 C. complanata
Woudenberg et al. (2009) " FJ515626.1 CBS268.92 C. complanata
In this study Iran MT 364361 BahPa2-3 C. complanata
Aveskamp et al. (2010) Netherlands GU237610.1 CBS112.96 C. glaucii
Chen et al. (2017) China KY742292.1 LC:8119 C.rosae
Chen et al. (2015) China KT389791.1 CBS 17353 C. vodakii
Aveskamp et al. (2009) Netherlands FJ427166.1 CBS 539.66 Didymella pomorum
" " FJ427163.1 CBS285.76 D. pomorum
Aveskamp et al. (2010) " GU237658.1 CBS249.92 D. subherbarum
" " GU237659.1 CBS 250.92 D. subherbarum
Chen et al. (2015) China KT389829.1 CBS 256.77 Neodidymelliopsis achlydis
Aveskamp et al. (2010) Netherlands GU237523.1 CBS 234.37 N. cannabis
Chen et al. (2015) China KT389831.1 CBS168.70 N. xanthina
Aveskamp et al. (2010) Netherlands GU237580.1 CBS381.91 N. anigozanthi
" " GU237611.1 CBS377.67 N. gossypiicola
Valenzuela-Lopez et al. (2018) Spain LT593012.1 FMR 13787 N. gossypiicola
I'n this study Iran MT364362 SaFril N. gossypiicola
Aveskamp et al. (2010) Netherlands GU237609.1 CBS633.92 N. quercina
" " GU237585.1 CBS627.97 Phomatodes aubrietiae
GU237633.1 CBS117.93 P. nebulosa
Chen et al. (2015) China KT389839.1 CBS740.96 P. nebulosa
Valenzuela-Lopez et al. (2018) Spain LT623276.1 CBS:407.76 Pyrenochaeta nobilis
Aveskamp et al. (2010) Netherlands GU237589.1 CBS357.84 Vacuiphoma bulgarica
Vaenzuela-Lopez et al. (2018) Spain LT593023.1 FMR 13801 V. oculihominis
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Table 4. Used sequencesin this study for construction of phylogenetic tree based on EF-1a region

& ol Sl aloz 4,
Reference L ocality Accession No. Isolate Taxon
Nalim et al. (2009) USA FJ154737.1 R-6678 Fusarium acuminatum

Wang et al. (2015) China KP325409.1 M7 F. acuminatum
In this study Iran MT 364359 RSB F. acuminatum
Stefanczyk et al. (2016) Poland KP674208.1 Z172B F. avenaceum
" " KP674212.1 7161 F. avenaceum

" " KP400695.1 M169 F. oxysporum

Proctor et al. (2013) USA KF466420.1 FRC O-1890 F. oxysporum
Wuff et al. (2010) Denmark FN252396.1 34ALH F. proliferatum
Wang et al. (2015) China KP313249.1 PT5 F. proliferatum
Proctor et al. (2009) USA GQI15504.1 NRRL 13381 F. camptoceras
Watanabe et al. (2013) Japan AB820706.1 CBS193.65 F. camptoceras
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" AB674267.1 MAFF 236521 F. incarnatum
Elmer et al. (2011) USA GQ856964.1 CaesSaM A8 F. incarnatum
GQ856974.1 CaesSavA3 F. incarnatum
GQ856980.1 NRRL 34176 F. langsethiae

Garibaldi et al. (2016) Italy KT149290.1 Feql2-14 F. equiseti

Proctor et al. (2009) USA GQ915507.1 NRRL 13405 F. equiseti

In this study Iran M T 364360 KhPi1-10 F. equiseti
Hirookaet al. (2011) USA HM484522.2 A.R. 4108 Nectria aquifolii
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Fig. 5. Phylogenetic tree inferred from ITSregions (ITS1-5.851TS2) using maximum likelihood method in MEGA 6.0.
Solid circles indicate the obtained isolates in the present study. Numbers on the branches are bootstrap values of 1000
replicates. Eremothecium gossypii (AY046216.1 ) was used as outgroup.
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Fig. 6. Phylogenetic tree for Colletotrichum species inferred from beta tubulin region (T1) using maximum likelihood
method in MEGA 6.0. Solid circle indicates the obtained isolate in the present study. Numbers on branches are
bootstrap values of 1000 replicates. Monilochaetes infuscans (JQ005864.1) was used as outgroup.
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Fig. 7. Phylogenetic tree inferred from beta tubulin region (TUB2) using maximum likelihood method in MEGA 6.0.
Solid circles indicate the obtained isolates in the present.study. Numbers on branches are bootstrap values of 1000
replicates. Pyrenochaeta nobilis (LT623276.1) was used as an outgroup.
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Fig. 8. Phylogenetic tree for Fusarium species inferred from EF-1a region using maximum likelihood method in

MEGA 6.0. Solid circles indicate the obtained isolate in the present study. Numbers on branches are bootstrap val ues of
1000 replicates. Nectria aquifolii (HM484522.2.1) was used as outgroup.
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