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Cover
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Accession

Methylorubrum zatmanii strain
PSBB041 chromosome, complete
genome
Methylorubrum extorquens strain
PSBB040 chromosome, complete
genome
Uncultured bacterium clone
BJ201307-22 16S ribosomal RNA
gene, partial sequence
Methylobacterium extorquens strain
IARI-I1WP-43 16S ribosomal RNA
gene, partial sequence
Methylobacterium zatmanii gene for
16S ribosomal RNA, partial
sequence, strain: z15a
Methylobacterium zatmanii gene for
16S ribosomal RNA, partial
sequence, strain: z15a
Methylobacterium zatmanii gene for
16S ribosomal RNA, partial
sequence, strain: 37d
Uncultured bacterium clone
16s1p87-03h04.plka 16S ribosomal
RNA gene, partial sequence
Methylobacterium sp. 5b.2.1
collection-date 15-Sep-2003 from
Germany 16S ribosomal RNA gene,
partial sequence
Methylobacterium extorquens str.
DM4 chromosome, complete
genome
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2375
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0.0

0.0

0.0

0.0

0.0

0.0

0.0

0.0

0.0

0.0

99.54%

99.54%

99.54%

99.54%

99.54%

99.54%

99.54%

99.54%

99.54%

99.54%

CP021054.1

CP019322.1

KX508034.1

KF572999.1

KF572997.1

AB698688.1

AB698687.1

FJ512822.1

FJ157971.1

FP103042.2
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Accession

Methylobacterium sp. PB133 gene
for 16S rRNA, partial sequence,
strain: PB133
Phenanthrene-degrading bacterium
M10 16S ribosomal RNA gene,
partial sequence
Phenanthrene-degrading bacterium
M10 16S ribosomal RNA gene,
partial sequence
Methylobacterium sp. DDW-1 16S
ribosomal RNA gene, partial
sequence
Methylobacterium dankookense
strain SWO08-7 16S ribosomal RNA,
partial sequence
Methylobacterium sp. NBCS22 16S
ribosomal RNA gene, partial
sequence
Methylobacterium sp. F15 partial
16S rRNA gene, strain F15
Uncultured bacterium clone
BJ201208-28 16S ribosomal RNA
gene, partial sequence
Uncultured bacterium clone B8-42
16S ribosomal RNA gene, partial
sequence
Methylobacterium sp. strain CECT
9862 16S ribosomal RNA gene,
partial sequence
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NR_116545.1

GQ281067.1
AM910533.1

KX507658.1

KF010709.1

MN154398.1
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Abstract

Endophytes are microorganisms (bacteria or fungi or actinomycetes) that reside
inside the internal tissues of plant with no negative effect on host plants.
Endophytic bacteria trigger many positive effects on host plants. The aroma and
flavor of strawberry fruit are important characteristics that is affected by
endophytic bacteria such as Methylobacterium. Endophytic bacteria, are
effective in the synthesis of carotenoids and the production of volatile and
phenolic compounds. In addition, they are effective in producing the aromatic
components in fruit. Endophytic bacterial frequency and genotype can be
affected by host plant genotype, climatic and soil conditions. This study was
carried out to isolate endophytic bacteria from two strawberry cultivars
(Kurdistan and Parous) in three regions (Angouzan, Gavrood and Noshur) in
Kurdistan province. For accurate identification of bacterial isolates, 16S-rRNA
gene sequencing was used for identification of purified endophytic isolates and
their frequency determined at different times of fruit ripening. The results
revealed that the all endophytic bacterial isolates from both cultivars were
belong to the genus Methylobacterium. The frequency of these bacteria was
statistically different in two cultivars and in different sampling time. The
frequency of Methylobacterium significantly was higher in Kurdistan cultivar
compared to Parous cultivar in all three regions (p <0.05). The highest
frequency of Methylobacterium was observed in the fruit ripening time. It
seems that Methylobacterium and its frequency probably have an effect on the
aroma and delicacy of these two varieties.
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